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< NCBI S _EatabaSeb"-@cxmxn_

PubMed Entrez BLAST OMIM Books TaxBrowser Structure

http://www.ncbi.nlm.nih.gov/Database/

EMBL-EBI ::' f2a7 4 All Databases ~ | Enter Text Here Go Resel (D e

Databases Tools | EBI Groups . Training . Industry . About Us . Help . Site Index [

http://www.ebi.ac.uk/Tools/fasta/index.html

(- | United States ’ ‘\.
| National Libra 2
NIM | o Megemorary | ChemIDplus Advancee

.

SIS Home | Site | AboutUs | Contact | Help

http://chem.sis.nim.nih.gov/chemidplus/
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L National Center for Biotechnology Information
> NCBI Mational Library of Medicine National Institutes of Health

Pubhed All Dat BLAST OMIM Books Tax
Search| NCBI Wab Site far | |

=1-18 Structure

» What does NCBI do?

Established in 1988 as a national resource for * Clusters of
molecular biology information, NCBI creates  Othologous groups
public databases, conducts researchin N
computational biology, develops software Coffee Break,
tools for analyzing gename data, and Genes 2, Disease,
disseminates biomedical information - all for ~ NCB! Handbook
the better understanding of malecular
processes affecting human health and
disease. More about NCEI. .

Depdsito de sequéncias

» Electronic PCR

» Entrez Home

Bases de Dados de

H H H < NLM/NCBI H1N1 FI
A u Resources » Entrez Tools
literatura biomédica
b )
. Newe_st H1M1 influenza sequences Drr?nﬁgssegéeos)smn
s Submit flu sequences to GenBank
e Latest H1MN1 citations in Pubied » Human genome
o MedlineFPlus (consumer health information) resources
« Enviro-Health links
¥ Influenza Wirus
Resource
Pesquisa de sequéncias e > Map Viewer
X — ENOW )
estruturas; homologias What to Do HoMAC
About the Flu » Mouse genome
Fesaurces
» My NCBI
» ORF finder

Genome Reference Consortium
» Rat genome
The Genorme Reference Consortium (GRC) resources

has been formed to continue the improverment
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2> NCBI e Entrez, The Life Sciences Search Engine

H | SITE MaF PubMed | All Databases | Human Genocme | GenBank | Map Viewer BLAST

Search across databases | | GO || Clear | Help
@h"ed: biomedical literature citations and abstracts > 7]

Books: online books (7]

ﬁ PubMed Central: free, full text journal articles 7] OMIM: online Mendelian Inheritance in Man L]

m Site Search: NCBI web and FTP sites 7] OMIA: online Mendealian Inheritance in Animals (7]

dbGaP: genotype and phenotype )

@cleutide: Core subset of nuclectide sequence records > 7] m
%4 EST: Expressed Sequence Tag records 7] ﬂ UniGene: gene-oriented clusters of transcript sequences \w
b
[ 4

H]‘ GSS: Genome Survey Sequence records 7] CDD: conserved protein doemain database 7]

2D Domains: domains from Entrez Structure (7]

< ® ® 8 Protein: sequence database > L7

lll Genome: whole genome sequences 7]

UniST5: markers and mapping data 7]

Structure: three-dimensional macromelecular structures L7 PopSet: population study data sets )

Y

Taxonomy: organisms in GenBank 7] {P‘Q GEOQ Profiles: expression and molecular abundance profiles 7]
- c - c c
N SHP: single nucleotide polymorphism (7] W GED DataSets: experimental sets of GEO data (7]
x Gene: gene-centered information 7] Ei Cancer Chromosomes: cytogenstic databases 7]
|I|| SRA: Short Read Archive 7] @ PubChem BioAssay: bicactivity screens of chemical substances [L71]
} BioSystems: Pathways and systems of interacting melecules 7] ubChem Compound: unigue small molecule chemical structure 7]
" HomoloGene: sukaryotic homology groups (7] ubChem Substance: deposited chemical substance records 7]
~ GENSAT: gene expression atlas of mouse central nervous system g %} Protein Clusters: a collection of related protein sequences 7]
um Probe: sequence-specific reagents 7]
E Genome Project: genome project information L7
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A smrvics of e TS Maticna] Tdbeary of Nsdicins
Pu b ed z0d the Katona] Inites of Hezith
www.prbmaed. gov

| for | : IC || e e

= st 2008 H1M1 Flue Qutbresk Seguences

Previewilndex | History | Ciipboard | Details |
arted with PubMed, enter one or more zearch terms.

arms may be topics, authors or journals,

ICBI H1H1 Flu Resources:

H1N1 Flu Info

U5 Infa:
% You Can Do »

ions recenthy added to Pubbed
neFlus {consumer haslth information)

Prepare »
ynal Info »

o-Health Links

The NIH Public Access Policy May Affect You
Does NIH fund your work?

)
=4

en your manuscript must be made available in PubMed Central

el INCET /o Site
NLM Catslog =

How?
publish in one of these journals, they will take care of the whole process.

i publish anywhere else, deposit the manuscript in PubMed Central via
one of the options described at publicaccess nih gowv.

Wl FutChem Bicksssy =

Mote: Cahar funding crganizations, including HHMI. Wellcoma Trust and the MRC also require papers 1o
b rbde Ealy irvaslabbe through PMC. )

PubMad is 2 sarvics of the U_S. Nationz] Litrary of Medicins that includes over 18 million citztions fom
MEDLINE znd other lifs science journzls for bicmadical articles badk to 1848 PubMlad includas links to
firll text zrticles and other rzlzted resounoes.

'WVrRe 10 ;e Help Desk
NCBI | NLW | NIH
Depanment of Healin & Human Sendces
Priagy Statemeant | Fresdom of Ivformation Aot | Dlsclalmer
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A service of the Nanonal Library of Medicine

N C B I M e S H and the Nanonal Institutes of Health

FubMed Mucleotide

0

Structure OMIM PMC Journals Books

MeSH | for [phencbartital J [E] [ Clear | Save Search

[Lim'rts Preview/index | History | Clipboard | I}E.tails]

Drizplay |Surn1'nur5r v| Show I?v”Eendtn -vl

All: '.'r'T

Itemns 1 - 11 of 11

One page.
[11: Phenobarbital S
A barbihuric acid denivative that acts as a nonselective central nervous system depressant. It promotes binding to inhibitory

GANMMA-ANINOBUTYEIC ACID subtype receptors, and modulates chloride currents through receptor channels. It also inhibits
glutamate induced depolarizations.

[12: phenobarkbital-N-ghicoside [Substance Name]

Linis
BN given refers to (beta-D}-1somer
Date introduced: January 28, 1985
[13: phenobarbital quinidine [Substance Name] Links

dnig combination consisting of the above cpds
Date mtroduced: February 26, 1982

http://www.ncbi.nlm.nih.gov/mesh?itool=sidebar
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[01: Phencharbital

A barbituric acid derivative that acts as a nonselsctive central nervous syvstem depressant. It promotes binding to inhibitory GANMMA-ANMINOBUTYEIC ACID subtvpe receptors, and modulates chloride corrents
through receptor channsls. It also inhibits glutamate indeced depolarizations.

Subheadings: This list includes thoss paired at lzast once with this heading in MEDLINE and may not reflect current rules for allowabls combinations.
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Oadministration and dosage [ladverse effzcts [ analozs and derivatives [ analysis [ antagonists and inhibitors (T bicsyathesis O blocd [ cerebrospinal fluid O chemical syathesis Cchemistoy O classification

O contraindications [ diaznostic vsz [ drue therapy [ sconomics [ history O immuenology (izolation and perification Cmetabolism [ pharmacolanstics [ pharmacolozy O phvsiolozy O poisening [ radiation

effects [ secretion [ standards [ supply and distribution [ therapestic vse [ therapy [ toxicity [Jurins

O Rastrict Szarch to Major Topic headings only.

ODo Mot Explode this term (i.2., do not include Me8H terms found below this term in the MeSH tree).

Registry Number: 50-06-6
Entry Terms:

+ Phenvlethylbarbituric Acid

+ Acid, Phenvlethylbarbitvric

+ Phenylbarbital

+ Phenemal

+ Phenobarbitons

+ Phenobarbital 2odivm

» Zodivm, Phenobarbital

+ Phenobarbital, Monosodivm Salt
» Monosodivm Salt Phenobarbital
+ Luminal

» Gardznal

» Hystzps
Pharmacologic Action:

+ Hvpnotics and Sedatives

» Excitatory Amino Acid Antasonists
+ GABA Modulators

+ Anticonvulsants

All M=8H Catezoriss
Chemicals and Dirues Catesory

Heterocyvelic Compounds
Heterocyelic Compounds, 1-Ring
Pyrimidines
Pvrimidinonss
Barbiturates

Fhann}mrmﬂ

Os termos MeSH permitem alargar o
ambito da pesquisa ao estado da
arte, através de uma hierarquia de
categorizacao.
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< BLAST

=~ | Home Recent Results Sawved Strategies  Help

r NCBI/ BLAST Home

BLAST finds regions of similarity between biclegical sequences. momr.

=7 Designing or Testing PCR Primers? Try your search in Primer-BLAST. |_Ga)

BLAST Assembled Genomes

Choose 8 species genome to search, or list all genomic BLAST databases.

B Human O Oryzs sativae

B Mouse 0 Bos fsurus

o Hat 0 Danio rero

0 Arsbidopsis thalianz 0 Drosophils melanogaster

Basic BLAST

Choose 8 BLAST program to run.

nuclectide blast

protein blast

Search B nuclectide dstabase using & nuclectide query
Algorithmz: blastn, megakblast, discontiguous megablast

Search protein databass using 8 protein guery
Algorithmz: blastp, psi-blast, phi-blast

blastx ‘ Search protein datsbass using e translated nuclectide quary

thlastn ‘ Search translated nucleotide database using a protein query

thlastx ‘ Search translated nucleotide database using a translated nucleotide query

http://blast.ncbi.nlm.nih.gov/Blast.cqi

academis
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HWCBI Homew Genomic Biology» Drosophila Genome Resources »=BLAST

é-: Search Map Wiewer - | | [Clear]

“wvz=v  BLAST Drosophila melanogaster
o~ Sequences.

MNews

Manual
References
Retrieve results

® Enter an accession, gi, or a sequence in FASTA format:

agrtacctte goatcgatca actaaccaac toagootoad aatgatgand Introduz”. a SequénCIa a

Genome Project ttoatgbgoa

pesquisar

agttaccttcgcatcgatcaactaaccaactcagcctcagaatgatgaagttcatgtgca

O or, choose a file to upload

| | Frocurar..

Set subsequence:  (optional)

From: | | To: |
Database:
aenome (reference only) V| 6 sequences
Program:
|megaBLAST: Cornpare highly related nucleotide sequences w
Optional parameters
Expect Filter Descriptions Alignments

001 v| [defautlt v| 100 v

Advanced options: | |

em—— Iniciar a pesquisa

[—Ceartrput—

L Begin Search J
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<, BLAST
Home  Recent Results Saved Strategies  Help

»MCEI ELAST! Format Request

Ouery  hucleotide Seguence (B0 letters)
Database dm_refc

Job title  Mucleotide Sequence (B0 letters)

RequestID  hwEa1n0TI01R __View report Show results in a new window
Format Show |.&|ignmerrt v| as | HTML V| [T Advanced Yiew [ Use old BLAST report format Reset form to defau:
Alignment View |F‘airwise W | i)
Display [ Graphical Overview W Linkout W Sequence Retrieval [ MNCBl-gi [T CDS testure 2]
Mazking Character: | Lower Caze A | Mazking Color: L2
Limit results  Dezcriptions: | 100 W | Graphical overview: Alignmerts: L*]
Organism  Type common natme, binomial, tasd, or group name. Only 20 top taxa will be shown.
Enter organism name or id-completions will be suggested | e
Ertrex cuery: | L2 ]
Expect Min: |:|Expect ha: |:| o]
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Indereso @http:,l’,l’b\ast.ncbl‘nlm.nlh.gov,l’BIast.cgl ‘—) Irpara | Hiperligacdes

<. BLAST My NCBI

Home  Recent Results Saved Strategies  Help [Sign In] [Regist:

——

»Formatting options  &Download
Nucleotide Sequence (60 letters)

Query ID [cl|B08S Database Name gp/7227.9554/dm_refc
Description MNone Description Drosophila melanogaster genome (reference only)
Molecule type nucleic acid Program BLASTM 2.2.22+ pCitation

Query Length &0
COther reports: BSearch Surmmary [Taxonomy reports] [Distance tree of results] [Fruit fly genome view

v Graphic Summary

Distribution of 1 Blast Hits on the Query Sequence &

|Mouse over to see the defline, click to show alignments |

Color key for alignment scores
<40 40-50 50-80 80-200 >=200
auery I ———
1 1 1 1 | | |
0 10 20 30 40 50 60
v Descriptions
Foore E
Sequences producing significant alignments: [Bits) Value
ref |NT 037436.3| Drozophila melanogaster chromwosome 3L, compl. .. 104 ie-22 E

Referéncias
bibliograficas
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v Alignments Salect Al et selected sequences  Distance tree of results Mew

SequenCIa a >.ref\NT 037436.3 1 DIrosophila welanogaster chromosowe 3L, complete sequence
- Length=24543557
pesquisar
Features in this part of subject sequence: Percentagem
chorion protein 18

de identidade

Zeore = 10 ect
IdentitiesC= 56/56 (100%), Ghps = 0/56 (0%)
\ = =P lus

R esu Itad 0o Query AGTTACCTTCGCATCGATCARCTAACCAAC TCAGCCTCAGAATGATGARGTTCATG 56
FELEEETEEEE e e ee e b e e e e e e e e
~ Shict B719894 AGTTACCTTCGCATCGATCAACTAACCAACTCAGCCTCAGAATGATGAAGTTCATG B719949
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v| Irpara | Hiperligacs

¥es

1

SNucleotide

Search | Nucleotide v | for | H Go || Clear |

[ Limits | Previewingex | History | Clipooard | Details |

Format: GenBank FASTA Graphics Maore Formats«

My NCBI
Sign In] [Redister]

Downloadr Saver Links~

o0 Try the Graphics report for & maore informative view of the biological features.

@ This record may be shown in an abbreviated form. Use 'Costomize View' section for contral.

MCBIRefarence Sequence: MT_037436.3

Drosophila melanogaster chromosome 3L, complete sequence

Cormment

LOCTUS
DEFINITION
ACCESSION
VERIION
DELINE
EETWORD S
SOURCE
ORGANTISM

REFERENCE
AUTHORS

TITLE

TOURNAL
FIEMEL
REFERENCE
AUTHORS
TITLE

TOURNAL
FUEMED
REMARE
REFERENCE
ATTTHORS

TITLE

Features

HT_037436 24543557 bp DHA linear INY 15-MAR-Z009
Drosophila melanogaster chromosome 3L, complete sequence.

NT 037436

NT_037436.3 GIL:116010443

Project:lcd

Drosophila melanogaster (fruit fly)

Drosophila melanogaster

Eukaryota; Metazoa; Arthropoda; Hexapoda; Insecta; Prerygotar
Heoptera; Endopterygota; Diptera; Brachycera; Muscomorpha;
Ephydroidea; Drosophilidae; Drosophila; 3ophophora.

1 (bases 1 to 24543557

Hoskins,R.4., Carlson,J.W., Kennedy,C., Acevedo,D., Ewvans-Holmw M.,
Frize,E., Wan,K.H., Park,3., Mendez-Lago,M., Bossi,F.,
Willasante,&., Dimitri,P., Karpen,.H. and Celniker,3.E.
Sequence finishing and mapping of Drosophila melanogaster
heterochromatin

Science 316 (58311, l625-1625 (2007)

17569867

Z (bases 1 to 24543557

Smith,C.D., Shu,%., Mungall,C.J. and Karpen,G.H.

The Release 5.1 amnotation of Drosophila melanogaster
heterochromatin

Science 316 (5831), 1586-1591 (2007)

17569856

Erratum: [3cience. 2007 Jep 7:317(5643):1325]

3 (bases 1 to 24543557)

Quesneville,H., Bergman,C.M., indrieu,0., Autard,D., Houaud,D.,
Ashburner,M. and Anxolabehere,D.

Comhined ewidence annotation of transposable elements in gehome

cnian

Change Region Shown ~

Customize View =

Basic Features
O Defaultfeatures
® Gene, RNA, and CDS features only

Sequence display options
[ Show Sequence
[ Show minus strand

Update “iew

Sequence Analysis Tools

» BLAST Seguence

v Pick Primers

Recent Activity -
Turn Off  Clear

B Drosophila melanogaster chromosome 3L,
complete sequence

Q Nucleotide Sequence BOL..

Q nucleotide Sequence BOI..
Q nucleotide Sequence BOI.. BLAST

Homao sapiens breast cancer 2, early onset
(BRCAZ), mRMA

» DEE More...
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o
> NCBI GenBank Overview

Pubied Entrez BLAST O Books Taxonomy structure

¥ o] &2

» \Whatis GenBank?

MCBI Home

MCBI Site Map

: GenBank® is the NIH genetic seguence database, an annotated collection of all publichy availakle
Submit to GenBank DNA =equences (Nucleic Acids Research, 2008 Jan;36(Database izzue):025-30). There are
approximatehy 85 755 535 764 bases in 82,853,685 =equence records in the traditional GenBank
divizionz and 108,635,738, 141 bazes in 27 4358, 208 =equence records in the WGS division as of
Search GenBank February 2003.

Submit an wpdate

GenBank and RefSeq: a

i The complete releaze notes for the current verzgion of GenBank are availakble on the NCBI fip gite. A
companson new release is made every two menths. GenBank ig part of the International Nuclectide Seguence
Databaze Collaboration, which comprizes the DNA DataBank of Japan (DDBJ}, the European
Molecular Biclogy Laboratory (EMBL), and GenBank at MCBI. These three organizationz exchange
data on a daily bazis.

An example of a GenBank record may be viewed for a Ssccheromyces cerevisiae gene.

http://www.ncbi.nlm.nih.gov/Genbank/
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PubOhem

PubChem Text Search

PubMed | Entrez | 5t

FubChem Compound v [ | e

Fill in a PubChem survey|

PubChem provides information on the biological activities of small molecules. It is 3 component of NIH's Malecular Libraries Roadmap Initiative. If vou would like to learn
more about how to use the PubChem resources, please go to our help page.

[ gt . .

Eﬁj_ﬁ" Structures from Shanghai Sinofluoro Scientific Company are now available in PubChem.
I : X

Eﬁ_&}-‘?‘ Structures from Alinda Chemical are now available in PubChem.

More PubChem announcements ... B

% PubChem Compound: Search unigue chemical structures using names, synonyms or keywords. Links to available biological property information are
provided for each compound.

PubChem Substance: Search deposited chemical substance records using names, synonyms or keywords. Links to biological property information and
depositor web sites are provided.

(7] PubChem BioAssay: Search bioassay records using terms from the bioassay description, for example "cancer cell line". Links to active compound=s and
bioassay results are provided.

‘C{ Structure Search: Search PubChem's Compound database using a chemical structure as the guery. Structures may be sketched or specified by SMILES,
InChI, MOL files, or other formats.

ﬁﬂ BioAssay Services: BioAsszay summary and bioactivity analysis tools.

http://pubchem.ncbi.nlm.nih.qov/
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S NCBI < PubChem

Structure Search

-

PubCherm = Stnsciure Saarch

Search By: Mame/ I!jE!"tiF"""l Substructure/ Muolecular Farmula Saved Search
Text Similarity Superstructure
1;{ Deawr a St it | CID, SMILES/SMARTS, InChL Structure= File
g PubChem editor to make a structurs
1 @
\ ‘A PubChem Server Side Structure Editor ¥1.21 - Microsoft Internet Explorer =18 x]
1:{ Options 4

Broadband =] [SMILES [=]|[c1=Cozciccononces

New ‘Udn|CIn []al|0ry|¢—I—b O|—t—|+|+|@

Substructure v @ S

= = |l il | e 3 | A4 | SiA | DIA | S/D
alol o000 ee
|| L b || = | Mo | ook {ooome| soa

d Filters & H » [7 =] He
Li | Be B|C|[N|O]|F|Ne
Na | Mg Al | SI|P | S| Cl|Ar
K |Ca | Sc|Sc »| |Ga|Ge| As | Se|Br|Kr

Clear Ro|Sri Y v =] |in|sn|sb|® |1 |X N
Cs | Ba | Lu fLu j T |Pb | Bi | Po| At | Rn
Export | SDF j | Done
Hydrogen | Keep Asls = | Help
Import [ Procurer. |
G T 7
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Seql CoPubChem

Compound
Search | PubChem Compound ¥ | for| (oo ) [Ce=r]

Display | Summary | Snow |20 ¥| sonBy v sendto |

Took: 5| (Z| &) @  Links: Related Structures, BioAssayg Lterature, Dher Links

[ All: 4888 | BioAssay: 200 | Protein3D: 2 | Rule of 5: 2729 [%]
Items 1 - 20 of 4988 1 | of 250 Next

[14: CiD: 2599 Reiated Structures

Caulibugulone E; UPCMLDO0W CaulibugE; CID2559 .

IUPAC: 5-amino-7-methyliminoizoquinolin-8-one
MW: 187.197960 g/mol | MF: Cmﬂﬁ?-.laﬂ

[02: ciD: 2500 Reiated Structurss

- Caulibugulone F; NSCT31588
) IUPAC: 5-{2-hydroxysthylaming)-7-methylimingisoquinolin-8-one

MW: 231.250520 g/mol | MF: C,-H,.N.0,
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& O5PubChem

Compound FubM=d | Eriez | £

Fill in a PubChem survey| ﬂ :H E ‘_a E »  Structure & Quick Link Bar

2D zD

> NCBI

PubChem = Compound Summarny

Caulibugulone E - Compound Summary (CID 2559)

3 Table of Contents
Synonyms
Properties o
Descriptors
Compound Information N
Substance Information - Sy
4 Category |
@ Exports

=

q:) Depositor-Supplied Synonyms: (Total: 8) @ H H

Sort:

Caulibugulone E

UPCMLDOOWCaulibugE &

CIDZ353 =5 Pc3D Viewer Downioad |
NSC7321587
5-Imino-7-methylamino-5H-isoquinolin-8-one
S-imine-7-{methylamine)isequineclin-8{3H)-cne
8(53H)-isoguinclinone, J-imino-7-{methylamina)-

Compound 1D 2599 @
Molecular Weight 187.19796 [g/mol] @

InChI=1/C10HSN30/c1-12-9-4-8(11)6-2-3-13-5-7(6)10(9) 14/h2-5,11-12H,1H Molecular Formula C1gHgNzO @
¥LogPZ3-AA -0.4 @
H-Bond Donor 1 @

Cb Properties Computed from Structure: @ H-Bond Acceptor 4 i}
f

Maolecular Weight 187.19796 [g/mol] 3 Links

i C10"9"30 Chemical Structure Search @

XLogP3-AA -0.4

H-Bond Donor 1

H-Bond Acceptor 4

Rotatable Bond Count o]

Tautomer Count 3

Exact Mass 187.074562

Monolsotopic Mass 187.074562

Topological Polar Surface Area 68.3

Heawy Atom Count 14

Formal Charge ]

Complexity 219

Isotope Atom Count 1]

academia
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Search All Databases % |Enter Text Here e earcn  feedback

| Tools | EBI Groups | Training | Industry | About Us | Help Site Index @ S
® [atabases Home EBl * Databazes
= Databases A-Z Databases at the EBI
= Database Browsing
:: Biological Ontologies The main missians of the Eurapean Bioinfarmatics Institute (EBI) centre an building,

maintaining and providing kiological databases and information services to support Databases

+ Literature data deposition and explaitation.

@ Microarray

= Mucleotide Some of the databases we manage include:

“ Pathways & Networks EMBL Nucleotide D@Eumpe's primary collection of nucleotide seguences is maintained in
i Protein colla ' i nbank (U5A) and DDA (Japan)

=t Proteomic + UniProt Knowledgebase - a complete annotated protein sequence database

- Structure +« Protein Databank in Europe Database - European Project for the management and distribution of

data on macromolecular structures

ArrayExpress - for gene expression data

Ensembl - Providing up to date completed metazoic genomes and the best possible automatic
annotation.

IntAct - Provides a freely available, open source database system and analysis tools for protein
® Tools interaction data.

Databases A-F - A complete listing of all the EBI datahases.

L]

= Submissions

L]

= Downloads

L]

L]

UniProt v We have many other databases available including literature citation databases such as Medline. You can
UniProt Databases. ELTLTrﬁﬁ the databases we have available by choosing the appropriate category on the left navigation

Unipret Q2 SRS |}

ﬁc gf: ﬁ v http://www.ebi.ac.uk/Databases/
academis
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3 European Nucleotide Archive | EBI - Mozilla Firefox

Ficheiro  Editar ¥er Histdrico Marcadores  Ferramentas  Ajuda

é - c X ot ( B |http:,l’,l’www‘ebi.ac.uk‘fena,i aﬁ v| | |GUUg|E )':\| 1

2| Mais Visitados ’ Comegar Aqui 5] Ultimas Movidades |j Haotmail gratuito |j Personalizar hiperliga... |j Windows Media \j ‘windows

=4 Hotmail - vanessafatal@hotmail.com - ... |§| n Facebook (31} : i:' European Nucleotide Archive | EBI ﬂ -
o EB-gye Give us |
search Al Databases * | Enter Text Here Go ;

K

feedback
EBI Groups Training Help Site Index [
= ERA home EBIl * Datsbazes * Mucleotide * The European Muclectide Archive

= Search & browse
= Suhmit & update

= Ahout EMA The European Mucleotide Archive (EMNA) provides a comprehensive
............................................ record ofthe world's nucleotide sequencing information, covering raw

sequencing data, sequence assembly information and functional
Hews and

{ annotation _more E NAM
announcements

Launch of taxon-centric  Search & browse European Nucleotide Archive
navigation in ENA P
Browser Access to ENA data is provided though the broweser, through search

Z2nd June 2010 - We have tools, large scale file download and through the AP
aclded taxon-centric

riavigation functions to the
Era, Broveser. Available Text Search
I&)?:,t:;::é;ﬁﬁs Enter search queny, for example: ENO000GS -
are provided to ENA m

records (such as

azsembled and annotated
sequences, coding
redions, raw data, project Sequence Search
records) for taxa k/
represented in EMA at the

lewvel of the given taxon
and for itz descendant
taxa. W look forward fo agttaccttcgcatcgatcaactaaccaactcagcctcagaatgatgaagttcatgtgca
your feedback on this new

service to

datasubsiEieh.ac uk.

European Nucleotide Archive

Advanced Search

Submit & update

Concluida
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Tiz':-r.l e :?!:'--:uar:: h E“?Eblfﬂk
| EE”I-‘“IUFI_ N — : — About Us HI-'|FI Site Index 5N g—
Taoaols Index
1 Tools Horme |mnm——/F
*Tools A-Z Literature pt the EBI

|

¢ 1D Mapping Microarray Analysis

: Literature - i - i n Bininformatics Institute (EBI) toolbox area provides a comprehensive

o Protein Functional PE far the field of bicinformatics. These are subdivided into categories in \

- Microarray Anl Analysis far convenience. &

* Protein Funcll proteamic Services  #

Analyms. Seguence Analysis 4

- Proteomit S8 e ilarity & Homology Mies include:
3
3

Eloped a large number of very useful hioinformatics tools.

F SegUence An Structural Analysis

 imilarity & H Toals - Miscellaneous
= Structural Ang

rity & Homologqy - the BLAST or FASTA programs can be used to look for sequence similarity
nfer hormalogy.

_ Weh Senices in Functional Analysis - |nterProScan can be used to search far matifs in your protein
: Tools - Misce Dol lmfn[;!; _ . . .
1yWeb Service v FrmEeEOIC Services HEw - LIniFrot DAS server allowes researchers to show their research results in

the context of UniProtkBrSwiss-Frot annotation.

* Sequence Analysis - ClustalV? a sequence alionment toal,

=« Structural Analysis - MSDiold can he used to query ywour protein structure and compare itto those in

Web Services v the Protein Data Bank (PDB).

=« Web Senvices - provide programmatic access to the various databases and retrievalfanalysis
services EBI provides.

« Tools Miscellaneous - Expression Frofiler a set oftools for clustering, analysis and visualisation of
nene expression and other genomic data.

' Downloads

Wieh services provide
programmatic access to
the various databazes and
retrievalianalysis services
EBI provides. ..
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o I

ll- s P il
EMBL-EBI . SEEBE-IEEI? All Databases w |Enter Text Here Go Re L pveus

Databases | | EBIGroups | Training | Industry | AboutUs | Help Sita Index | &
= Tools Home EBI > Tools
= Tools A-Z Toolbox at the EBI
# 1D Mapping
= Literature The European Bicinformatics Institute (EBI) toolbox area provides a comprehensive
- Microartay Analvaie range oftools for the field of bicinformatics. These are subdivided into categories in
N ¥ Analy the left menu for convenience. <
# Protein Functional

Analysis We have developed a large number of very useful hioinformatics tools.

= Proteomic Services

) A few examples include:
= Sequence Analysis

= Similarity & Homology Similarity & Homol the BLAST or FASTA programs can be used to look for sequence similarity
and infer alogy.
+ Protein Functional Analysis - InterProScan can be used to search far motifs in your protein

@ Structural Analysis

= Tools - Miscellaneous sequence.
= Web Senices +« Proteomic Services new - UniProt DAS server allows researchers to show their research results in
= Downloads the context of UniProtkBISwiss-Prot annotation.

+ Sequence Analysis - ClustalV? a sequence alignment toal.
« Structural Analysis - MZDfold or DALI can be used to query your protein structure and compare it to
Web Services v thase in the Protein Data Bank (FDB).
« Web Senvices - provide programmatic access to the various databases and retrievalfanalysis
senvices EBI provides.
+ Tools Miscellaneous - Expression Profiler a set of tools for clustering, analysis and visualisation of
gene expression and other genomic data.

VWeb =ervices provide
programmatic acces=s to
the various databases and
retrisvallanahysis services
EBl provides...

more
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Endereco @ hkkp: e, ebi, ac, ul Tools/blastf

. -
sEeBa"E('fﬁ All Databases ~ |Enter Text Here Go |: . B

arc

| EBIGroups | Training | Industry | About s | Help Site Index B S
= Tools Index EBI * Tools * Similarity & Homology
= Protein Functional BLAST @ EBI
Analysis

» Proteomic Services

) BLAST stands for Basic Local Alignment Search Tool, It is used to campare a novel sequence with thase
" Sequence Analysis cantained in nucleotide and protein databases by aligning the novel sequence with previously characterized
= Sirnilarity & Homaology genes. The emphasis ofthis tool is to find regions of sequence similarity, which will yield functional and

= Structural Analysis evolutionary clues aboutthe structure and function ofthis novel sequence. Regions of similarity detected via
this type of alignment tool can be either local, where the region of similarity is based in 1 location, ar global,

= e Services wwhere regions of similarity can he detected across otherwise unrelated genetic code.

» Miscellaneous Tools

5 Downloads Below is & list of all the BLAST's available atthe EBI. Please note we also provide a ‘Programmatic Access
to BLAST'

NCBI-BLAST Relfted v General BLAST Programs

Literature S
Description
Search for MCBI-BLAST _ A . . . ;
velated lterature in WU-BLAST?2 Protein (3) Wgshington University BLASTZ for protein databases. (BLAST 2.0 with gaps)
tedline. . gg-BLAST? Hucleotide :D ‘Wiashington University BLASTZ for nuclectide detabazes. (BLAST 2.0 with gaps)
more
HCBI-BLAST?2 Protein (i) MCBI BLASTZ (BLASTALL) program for protein databases.
BLAST the UniProt v HCBI-BLAST? Hucleotide (i) MBI BLASTZ (BLASTALL) program for nucleotide databases.
Protein Resource
UniBrat Specialised BLAST Programs
wL-BLAETD
* HCEI-BLASTZ Tool Description
UniParc WULBLAST? ASD (@) 250 BLAST server.
wUL-BLAETD
» NCBI-BLASTZ WU-BLAST? Parasites (@) Parazite Genomes BLAST server
UniRef100 HCBI-BLAST? EVEC (5) European BLAST2 Wector Searches, Check your sequences for vectar
»-BLASTZ contamination.

b ULEHELAETE PSLBLAST (3 [Hew Version] |Position specific iterstive BLAST (PSI-BLAST refers to = festure of BLAST 200

UniRefd0 wvhich & profile iz automatically constructed from the first et of BLAST alignments.

LB AST2

. m2 PSI-BLAST () [0ld Version] |Position specific iterative BLAST (PSI-BLAST) refers to a festure of BLAST 2000
- which a profile iz automatically constructed from the first =et of BLAST alignments.

UniRef50

LUELAST? PHI-BLAST () Pattern Hit Initisted BLAST (PHI-BLAST) treats two occurrence of the same pattern

» MNCEILBLAST? within the gquery sequence as two independent sequences.
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[ Tools

= Help Index

= General Help

= Formats

= 3aps

= hlatrix

= Referances

= YWL-BLASTZ Help
= filyfiewy Help

= DbClustal Help

= View all BLAST's at EBI

= WL-BLAST
Frogrammatic Access

L] Database Infarmation
“ EMBL-Bank
CIMGTIHLA

L] _SimilarAppIicatiDns

" FASTA

S BLAST

" GGEEARCH

* BLSEARCH
?MPsmh
E--ScanPS

“ BSEARCH

WU-BLAST Related v
Literature

Search for WU-BLAST

R P R S,

@ hiktpe f fwwi, ebi, ac, ukf Toolsfblast 2fnucleatide, html

S ot i Dataases v EnerTeree [N
3 Sealc'ﬁ Al Databases v | Enter Text Here Go

Give us
feedback

| Training | Industry | About Us | Help

| 81 Grou ps

EBI * Tools * Similarity & Homology * BLAST 2 WIU-BLASTZ
WU-BLASTZ - Nucleotide Database Query

WU-BLAST? stands for Washington University Basic Local Alignment Search Tool Yersion 2.0. The emphasis
ofthis tool is to find regions of sequence similarity ar hamaology guickly, with minimum loss of sensitivity, This
will wield functional and evolutionarny clues ahout the structure and function of your novel sequence. Dirarren
Gish atWashinaton University released this first"gapped” version of BLAST allowing for gapped alignmeants
and statistics.

@ |Download Software

FPROGRAM DATABASE RESLLTS SEARCH TITLE YOUR EMAIL

|EFLASTN V| |Nuc|eic Acid V| | interactive V| |Sequence | |
| EMEL Patent Irvertebrate Vl
MATR EXF THR FILTER YIEW FILTER SEMSITMITY DMASTRAMD

| default V| | default V| ||:|ust Vl | no V| | normal V| | bath V|

SCORES ALIGMHMEMNTS SORT STATS topcambok FORMAT
| default V| | default V| |p\ralue Vl | sump V| | default V| | Default Vl
Enter or Paste 2| DNARMNA % | sequence in any format;

S — e ——

agttaccttogoatogatcaactaaccaactocagochocagaatyatgaagttoatghgea >
R ——

Crunauasr—

Upload a file: | Procurar__]

Site Index [T =
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Endereco a hikp: e, ebi, ac, ukf ToolsfblastZ fnuclectide. htrnl

EMBL-EBI &i* 22 2 Al Databases v | Enter Text Here Go Give us
*s Search ¥ o feedback

| Tools | EBI Grou ps | Training | Indu siry | aboutUs ' Help Site Index [ S
= Help Index EBI » Toolz * Similsrity & Homology > BLAST > WIU-BLASTZ
= General Help WU-BLAST2 - Nucleotide Database Query
= Formats
" Gaps WU-BLAST? stands forwashington University Basic Local Alignment Search Tool Wersion 2.0. The emphasis
= Matrix ofthis tool is to find regions of sequence similarity ar homology quickly, with minimum loss of sensitivity. This
» Refarences will yield functional and evolutionary clues ahout the structure and function of your novel sequence. DrWarren

Gish at¥Washington University released this first"gapped” version of BLAST allowing for gapped alignments
and statistics.

= WI-BLASTZ Help
= Miview Help

@ |Download Software
= DbClustal Help

PROGRAM DATABASE RESILTS SEARCH TITLE YOUR EMAIL

= View all BLAST's at EBI | BLASTM V| | Mucleic Acid v| | interactive V| |Sequence | |
= LU-BLAST

Programmatic Access EMBL Patent Irvertebrate »
................................................ VATRI EMEBL BG5S Human a| vEwFILTER SENSITIMTY DA STRAND

EMEBL HTC Hurman

= Database Information default  ¥]| EMBL HTG Human no | lnomal w| [both  ¥]

- EMBL-Bank SCORES EMBL Patent Hurman STATS topcormbal FORMAT

EMBL Standard Hurman

MGTHLA EMEL =TS Hurnan |Sump V| | default V| | Default V|
- EMEL TPA Hurman

EMBL Irwertebrate

EnterorPastea[ EMBL EST Invertebrate  — ki ap

EMBL GS3 Invertebrate

agttacetteyg] CEMEBL HTC Invertebrate ctoagastgatgaagttoatgtogos
GGEEARCH 4
GLSEARCH =
EMEL STS Inwertebrate
MPsrch
EMEL TPA Inwvertebrate
[rBeanks EMBL TSA Invertebrate
SSEARCH EMBL harmal

................................................ EMEL EST Mammal
EMBL GSE Mammal
EMBL HTC Mammal

WU-BLAST Related v
Literature Uploadafile:| | EMBL HTG Mammal o

T EMEL Patent Marmmal

related litersture in EMEL Standard Mammal
Medline... EMBL 5T= Mammal during a course please contact us,
more EMEL TPA Marnral

EMBL Mouse

EMEBEL EST Mouse
EMBL GS3 Mouse

Terms of Use | EBIFunding @ Cortact EBl ¢ @ Eut EMBL HTC Mouse + | ig an Outstation of the European Molecular Biolooy Laboratory:.
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Endereco @ htkpef e, ebi, ac.ukf Toolsjes/cgi-bing sumtab, cgizbool=wublast&jobid=blast-20091008-1 20559296+

EMBL-EBI ::. s All Databases w | Enter Text Here Go | oy, SRR

Data Tools EBI Groups Training Industry About Us Help Site Index [ S
= Help
» General Help WU-BLAST2 Results
= Formats
= Matrix Title Sequence | Database em_rel_pat_inv
= References Sequence length &0 Sequence type n
= WL-BLASTZ Help Program Wil-hisstn | Version 2 O0MP-#iashll [04-May-2006]
= Myiew Help Humber of scores 100 Humber of alignments a0
® DHCIustal Help Expected threshold 10 Filter dust
= Database Information
= UniProt | Showarnatation ||| Blast Result ||| Myiew || |[#ML]||[  SUBMIT ANOTHERJOB |
= LniPar:
[ Clear al ]I_ Check. all J[ Irwert zelection ] [Heset][ Show Alignments J[ D ownload _” fazta w
Alignment Source Length Score | Identity® Positves%
10 Etd_PAT.COS86352 | Sequence 14110 from Patent WOO171042. 2693|280 100 100 1.4e-06
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%% | United States

niu| NetionaiLibrary | ChemIDplus Advanced

Home
pEnv. Health B Toxicology pTOXNET pChemIDplus Lite pAdvanced

MarvinSketch
File Edit \iew Insert Atomm Bond Structure Tools Help

Search | Clear | History | Help | Display results %

Substance ldentification [i D Structure [i =]

4

|| Mame./Synonym v| |Equals V|| View Help

Data is available for 354,145 records.

e

Toxicity [ b= -
Test: |{EII'1}"} V| |bE‘tW9'3” "|
| | (mgikg or ppm)
Species: | {any) ¥
Route: | {any) V|
Effect: | {any) |

Powered by Chemdixon Marvin

Toxicity data is available for 138,254 records.

Structure Search Options [

Physical Properties [ 2 © substructure Search
@ Similarity Search %

Meting Poirt v| O Exact (parent only}
between v| O Flex (parent, zaltz, mixture) NEW
Either V| Measurement Typs (@) Flexplus (parent, all variationz) NEW
Physical property dats was provided by Syracuse Resesrch Corporstion
and is available for 25,461 records. Display structures using [1)
@ Marvin © chime Change|
| EocaforCodes: i 3l http://chem.sis.nlm.nih.gov/chemidplus/
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»Enu. Health & Toxicology

Search |  Clear | History | Help |

Substance ldentification [E

| Mame/Synonym V| | Equals

]

|phenobarbita|

Diata iz available for 389 463 records,
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) ChemIDplus Advanced - Mozilla Firefox

Ficheirn

Editar Wer Histdrico  Marcadores  Ferramentas  Ajuda

Gv c x G (“H: ‘http:;',lchem.sws.nlm.nih.gov,lchem\dpIus;'ProxyServIet?chemidheavy ﬁ M ' Google p‘ Fs Iﬂ
Mais Visitadas 4 Comecar Aqui (52| Ukimas Novidadss Q Hatrnail gratuito D Personalizar hipetliga... D Windaws Media D Windaws
Ll
Start Ne:
Query Results: 1-2 of 2
Modify
Query
Show
Query
H
NV
oo _ ol
1 Phenobarhital [JSANIMM AN |
Number a0-06-6 s
Mify: 232.2378
@ ..-‘;'[
Atrapine sulfate midurs with ’ \Nﬂ
7 phenabarbital and hyoscyamine . |
sulfate and hyoscine hydrobramide o ¢ |
B01T-25-2 Qvl
MiY: 1391 4066
v
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H
? ! Y 0
: HH
NAME: Phenobarbital [USAN:INN:JAN]
RN: 50-06-6
H,C o
MW 232238
Enlarge Structure
ie Search
|nhﬂ|:::“hn For more information about this substance, "l\"lDI:IDH
you may select from the the links below.
Full Start New
Record Cuery
File L ocator
CCRIS [il MCI Chem Carcine Res Info Sys “nﬁ'
ClinicalTrials.gov [i]l MIH Clinical Trials.gov
Classification Code
[ Anticonvulsant CART [il pevelopmental and Reprod. Tox. Show
[il Anticonvulsants EINECS [il EU Inv of Exist. Comm. Chem Sub Query
[il central Nervous System Agents EMIC [ Env. Mutagen Info. Center —
%E:-‘"t'ﬂ_:m”ﬁ ?’5':;" df“ﬂ"ﬁ GENETOX (il EPA GENetic TOXicology History
ug erapeutic Agen T
] Excitatory Aminc Acid Agents H5ODHB (il Hazardous Substances Data Bank Saarch
[i] Excitatery aminc acid antagenists LactMed (il Drugs and Lactation Database MF Its
[i] GABA Agents MeSH (i Medical Subject Headings File
[i] Structure
i ﬁ'“‘E""‘ r";dt:'ﬂtm MeSH Heading [ Medical Subject Headings Similarity
uman g n.:h
; f IMedlinePlusall [il Search Consumer Health Info
i Hypnotics and Sedatives ==
(i Mutation data MedlineFlusDrug [il consumer Drug Informaticon m
% Neurotransmitter Agents FubChem [f] PubChem Search
Reprodudiive Effect PubMed [i] Biomedical Citstions From FublMed
[ Sedative-hypnotic —_— Transfar
[{ Tumor data Tosdaly Fublled AIDS [il aID5 Citations from Pubhled Structure
PubMed Cancer [il Cancer Citations from PubhMed Basic
SUEEE':?E:;;EEI”*T:““ Code Prosarties PubMed Toxicology ] Toxicology Citations From Pubhed Sl
ule .
[ crverall Carcinogenic Evaluation: Group 2B RTECS a Reg. of Toxic Eff. of Chem. Sub.
TOHLINE [il HLM TOHLINE on TOXNET
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STN‘."-!“r"a:'i'-r."-,l /,...—-—-—":‘-——____—_- S

http://www.stn-international.de/stn content.html?&L=class%3DI

(B

A Shision OF M Amenican Ghamicad Socely’ T

http://www.cas.org/expertise/cascontent/index.html

g:-._] EpoqueMet
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| Print page

About TN Solutions for IP Professionals

b 5T at 2 glance

i i Quicklinks b
b Brochiures and Presentations .P.s an Irﬂzelled.:.n_a.l Property {IF'}_pmeElonal, you can find science and ?ed'lnolugy
» FAQ information oritical to your business needs - whether you do the searching or you let us
search for you, Hew on 5TN
‘We offer patent and literature detabases from all over the world for answering guestions May 2009
b Information Professionals related to: STN Express, Version &.4, now available
¢ IP Professionals = Patentability ¥ Read more
b Researchers i
; m Prior Hﬂ. L ; May 2009
b Academics m Compstitive intelligence BEILSTEIN Datsbaze Update
m L=gal status
Produets and Services = Freedom-to-operate e e
¢ 5TN Content May 2009

To acosss the databases, you can use one or more of the followi oducts: " .
¥ STN Interfaces and Tools b na pr Legal Status Data for China now availsblz

} STM Full-Text Solution STH - the online datsbase sarvice that connects you to patents, litersture, substance in INPAFAMDE and INFADOCDE
information, and more » Read more
5TH Express - comprehensive desktop Bcoess to the 5TH Databases

o : ¥ More News Messages
Customer Support 5TH on the Web™ - comprehensive web acoess to STN

» Search Jervice

b Help Desk 5TH Easy - web acoess for the occasional or novice searcher
¢ Representatives You can search patent data such Bs: .
Pri Chemical Abstracts Plus [CAplus™")
it e 2 = Front page information, e.g., patent number, patent assignes, title and CAS REGISTRYSM
b Account Setup/Administration m Abstracs
» 5TN Site Administration - Login w Full-text Derwent World Patents Index [DWPI)
b Database Summary Sheets u Legal status INPAFAMDE
» Software Downloads = Fatent family
b Newsletters m Database specific indexing, 2.g., names and structures for specific or Markush structures,
S ssquances, concepts

Ta analyze or visualize your data, take advantage of: 3E. Deutscher Bibliothekartag, Erfurt,

dun 02-05

» User Documentation m 5TH Express tools to essily mine large data sets, lock for trends, and oceate graphical

— depictions of data for use in reports and presentations Patinfo, Jun 18- 19, [imensu
b e-Seminars m 5TH AnaVist™ features and capabilities for efficiently enalyzing and interpreting
» Workshops information retrieved from scientific and patent dstabasss FMOe et
¥ User Meetings ® 5TH Viewer™ festures for simple management and evelustion of full-text patent

documents from STH Express answer sets 5TN User Meetings

i Top STN Benutzertrefien, Minchen,
mrouided by a
Legal Natices 1 Privacy Policy | Disclzimer | @ FIZ Karlsnihe GmaH 19352009 1 Last Uipdsie: 05132009 STEEN tuase«“' the Eﬁ"l;' ) :
Metherand, Juns 20, 2008

v  Pesquisa por estrutura, CAS, sequéncia ou funcdo em bases de dados cientificas e de patentes
v Pesquisa de sequéncias homdélogas em bases de dados cientificas e de patentes
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L]

L]

L

*

¥

I

Home | About CAS | QurExpertizse | Solutions | Products & Services | Support & Training | MNews & Events

Home - Cur Expertize - CAS Databases

CAS Databases Home

CAplus (Scientific Literature and CAS Databases

Patents)

CAS REGISTRY (Chemical The world's largest and most comprehensive collection of chemistry-

Substances) related information

CASREACT {Reactions) CAS maonitors, indexes, and abstracts the world’s chemistry-related literature and

CHEMCATS {Chemical patents, updates this information daily, and makes it accessible through state-of-the-

Suppliers) artinformation sernvices.

EE:rMmL[:gI'L}[Regulaled CAS d_atabase_s oﬁelr many sc:i_entiﬂc_discipline_s, including biomedical sciences,
chemistry, engineering, materials science, agriculiural science, and maore!

MARPAT (Markush Structures)

SciFinder Content at a Glance The only integrated scientific resource of journals and patent information

CAS databases provide millions of journal article references from more than 10,000
major scientific journals worldwide and patent and patent family references from 59
patent authorities around the world.

The most timely scientific information source
» The CAS REGISTRY® database - the original source and final authaority for CAS
Registry Mumbers (CASRMNs ar CAS Numbers) - is updated daily.
= All patent records, meeting CAS selection criteria, from 9 of the major patent

offices are available online in CAplus within 2 days of the patents”issuance and
fully indexed by CAS scientists in less than 27 days from the date of issue.

* Daily updates to the CAplus™ database add more than 3,000 records each day,
totaling more than 30 million currently.

¥ Bibliographic information and abstracts for all aticles in more than 1,500 core
journals are added to CAplus within 7 days.

http://www.cas.org/expertise/cascontent/index.html
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{ % EPOQUENET version 3.00

Preparation Internal
T " "

e ——L e | - — = 1L —  __— I — . — it - — — I — ]
[ Jinternal - Current DB: EPODDC_ LIM {FULL) off = ]

File Edit PDB X-File Options Help

55 7

4 6 and (window or glass)

**% 88 T7: Res 7T B viewer - New Working List (2/7) - 0 not available =10]x=|
ss 8 El Ed Gonsun Docun optcte [= = (2| | [ | #] #|p|#ls # (/]| D e | = | [HE
. < b WO02004044876 4 b < » WO2004044875 4
? . .hi —_— :
rile s EPODOC Bib! lo EPODOC / EPO | 2wt |1pge e ERIERE R
§8 Res Al PN - WO2004044876 A 20040527 | e
1 3713 GO9F17/EC/IC EPO Tl - VEHICLE DISPLAY FLAG WITH || EPO
2 7113 GO9F21/EC/IC WPl SUPPORT ASSEMBLY A we
3 4683 B60Q11/EC/IC AB - A display assembly holds aflag :
a 1 HO01Q12/EC/IC PAJ upright (10) for display at all times |
5 15344 1 OR 2 OR 3 OR 4 oth through use of a horizontal support bar Al oth
6 357 5 AND (MAST OR POLE) (14). The horizontal support bar (14) may
7 7 & AND (WINDOW OR GLASS)

include a gripping collar (22). The display
assembly includes a mast {12) of a

8 o :

g8 P certain dlan.'let?r and a mounting bracket p—
- | (16). The gripping collar {22) fits securely :

. p— Desc onto the mast {12), so that the horizontal || Desc

) Cims support bar {14) is coupled to the display A cims

| Heip |[ F2 || F3 || Fa || F5 || Fe || F7 L assembly. When a flag (10} is .

simultaneously attached to both the

mast {12) of the assembly and the :
Hmicar ||| & S || Biy5ute of examiners' applic. . |[@Internal - Current DB: ... horizontal support bar (14}, the flag |
El remains upright. The assembly can be : El
mounted to a fixture, such as the window
of an automobile, by a mounting bracket

BNS o b BNS
or other similar device. .
Al EC - GOSF21/04 ; GOSF17i00 1A
—_ PA - MIRLINK LLC (US) I B
IN - THOMPSON JEFFREY D ;
Alls CT - US3715821 A[X]; DE4114871 A1 || Abs
Desc [X]; US4024833 A [X]; = || Desc B
o] New Working List ,[a| Trsh 4] 215 Prine [@aarawer. @@ lprawer. (@ aprawer [@8)Apreaver. [@@|lrawer @8]New|
Ml Iniciar “ - @ “ %Su\te of Examiners' App\ic..‘l @ Internal - Current DB: EF... | 2, viewer - New Working ... |@$ @éguaﬂ 10:45
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39 RM5H Laminates up to 1971
? L Ei 40 SADIQ Glass compositions
1 AKFU Bccess file to USPTO Classification 41  SQEMEST Bib. data biological seq. EST *LAE
2 ALLOYS Ferrous and non-ferrous alloys compositions 42 SQEMESS Bib. data biological seq. GSS *LAE
3 aApc Board of Appeals decisions 43 SQEMOTH Bib. data biological seg. EMBL Others *LAE
1 BTOSTS Biological Abstracts *LAE 44 SQEMWGS Bib. data biological seq. WGS *LAE
45 SQPRPUB Bib. data biological seq. Uniprot+Prot *LAE
5 BOCA Book and magazine catalogue L. . .
46 TCM Traditional Chinese Medecine
6 CISs Complementary Information System 17 TCPAT Correspondence and Flag Table
1 COMPDX Computerized engineering index *LAE 48 TDB IBM Technical Disclosure Bulletins *LAE
8 CIXCLA COMPENDEX Classification 49 TXTAT1 Full-text of Austrian documents *PFG
9 ECLA EPO Classification 50 TXTAUL Full-text of ARustralian documents *PFE
10 EMBASE Biomedical and pharmacological data. *LAE 51 TXTBED Full-text of Dutch BE documents *PFD
11 EPODOC EPO Documentation 52 TXTBEF Full-text of French BE documents *PFF
12 EPOS EPO Synonyms 53 TXTBEG Full-text of German BE documents *PFG
13 EPUS EPO-USPTO Class concordance 54 TXTCAF Full-text of French CA documents *PFF
j 55 TXTCAl Full-text of English CA documents *PFE
14 EUREG European Patent Register 56 TXTCHF Full-text of French CH documents *PFF
15 FICLA JBO Classification 57 TXTCHG Full-text of German CH documents *PFG
16 FLDNAME Field names of the EPOQUE databases 58 TXTCHT Full-text of TItalian CH documents *PFT
17 FSTA Food Science Technology BAbstracts *LAE 59 TXTDEL Full-text of DE documents ADFC
18 FICLA F-Terms Classification 60 TXTEPF Full-text of French EP documents *DFF
19 ICLA INSPEC Classification 61 TXTEPG Full-text of German EP documents *PFG
20 IDT Indeling Der Techniek Classification 62 TXTEP1 Full-text of English EP documents *PFE
21 INSPEC Physics Electronics Computing *LAE 63 TXTES1 Full-text of ES documents *PFS
22 IPC International Patent Classification vers.8 64 TXTFR1 Full-text of FR documents *PFF
23 IPCl International Patent Classification vers.1l 65 TXTGB1 Full-text of GB documents *PFE
24 IPCc2 International Patent Classification vers.?2 66 TXTUSO Full-text of US documents *PFE
25 IPC2006 International Patent Classification vers.8 67 TXTUS1 Full-text of US documents *PFE
26 IPC3 International Patent Classification vers.3 68 TXTUS2 Full-text of US documents *PFE
27 Ipc4 International Patent Classification vers.4 69 TXTUS3 Full-text of US documents *PFE
28 IPCh International Patent Classification vers.5 10 TXTWOF Full-text of French WO documents *PFF
29 IPC6 International Patent Classification vers.6 71 TXTWOG Full-text of German WO documents *PFG
30 Iect International Patent Classification vers.7 12 TXTWO1 Full-text of English WO documents *PFE
31 LEXTIQ WordNet dictionnary and thesaurus 13 UcLA USPTO Classification
32 MEDLINE US National Libray of Medicine *LAE T4 WeT World Patent Tndex (Derwent)
33 NPL Hon Patent Literature 75 WRICLA WPI Classification
34 PUECHEM Ehrmienil Chmmetms fRdl ErmEeeEedl meerEe *LAE 16 XPATP American Institute of Physics documents *LFE
35 RM13 Telephony 117 XPESP Full-text ELSEVIER Publications *LFE
36 RM18 Electric connectors 18 XPETST European Telecom Std Institute *LFE
37 RM?25 TLaminates from 1971 19 XPIEE Inst. of Electrical Engineers (IEE) *LFE
38 RM26 Laminates from 2000 80 XPIETF Internet Engineering Task Force *LFE
81 XPIPCOM Ip com Prior Art *LFE
B2 XPI3E Inst. of Electrical /tronics Engineers *LFE
83 XPJPEG Joint Photographic Expert Group Std *LFE
B84 XPMISC NPL Full-Text : Miscellaneous Providers *LFE
85 XPOAC Open Access Central Journal Articles *LFE
86 XPTK Traditional Knowledge *LFE
87 XP3GPP 3rd Generation Partnership Project *LFE
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Linha de informacdes: 808 200 689 / Site: www.inpi.pt
Tel: (+351) 218 818 100 / Fax: (+351) 218 869 859
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